[Soil microbial community structure of two types of forests in the mid-subtropics of China].
Soil microbial community structures were analyzed by biomarker method of phospholipid fatty acid (PLFA) for a natural forest dominated by Castanopsis fabri (CF) and an adjacent plantation of Cunninghamia lanceolata (CL) in the mid-subtropics of China. The results showed that the amounts of total PLFAs, bacterial PLFAs, fungal PLFAs, gram-positive bacterial PLFAs and gramnegative bacterial PLFAs in the 0-10 cm soil layer were higher than in the 10-20 cm soil layer, and each type of PLFAs in CF were higher than in CL. In either soil layer of the two forest types, the contents of bacterial PLFAs were significantly higher than those of fungal PLFAs. In the two forests, the contents of bacterial PLFAs accounted for 44%-52% of total PLFAs, while the contents of fungal PLFAs just accounted for 6%-8%, indicating the bacteria were dominant in the soils of the two vegetation types. Principal component analysis showed that the influence of vegetation types was greater than soil depth on the microbial community structures. Correlation analysis showed that gram-negative bacterial PLFAs, gram-positive bacterial PLFAs and bacterial PLFAs were significantly negatively correlated with pH, positively with water content, and the PLFAs of main soil microorganism groups were significantly positively correlated with soil total nitrogen, organic carbon, C/N and ammonium.